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Forensic DNA pipelines are complex systems, where each step
Influences outcomes of subsequent steps

. The E in the likelihood ratio, LR = 2" s influenced by
Pr(E|Hg4,N,I)

processing, threshold and high-pass artifact filtering decisions

 The N indicates number of contributors (NOC), and Is assigned
 The | Is context, and Is assigned
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® These scatter plots give an overview of the quality of the data, or level of
genetic Information, Inherent In each of the 643 single cell

electropherograms used to construct 630 single-cell admixtures ranging
from 2- to 5- contributors and containing up to 75 cells, where the proportion
of the smallest contributor was as low as 3.5%.

® The scatter plots show Log, LR for each cell against the sum of the peak
height (2PkHt) across the single cell electropherogram. When each cell was
run against a true contributor, only 6 of 643 resulted in Log,,LR < 0. These
were generally the result of overexpressed stutter. When each sample was
run against a false contributor the Log,,LR was always < -40.

® Overall, sceEPGs carry sufficient data for single-cell analysis.
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® The histograms show that most of the time there is correct clustering, and when overclustering occurs, it usually the forensic domain. ediemrel
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