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| Correct-pointing The ROC curve shows EESCIt™.-2 is a near-perfect classifier of TPs and TNs while EESCIt™-1 is a perfect classifier.
logLR Regression In the linear regression, for each contributor, for every 2,900 RFU is a logLR increase of 1.

In conclusion, modeling for extreme events in EESCIt™-2 improved clustering performance while

maintaining a high discriminatory power for H,-true tests and H,-true tests, emphasizing the robustness of
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